Details of primers used in this study.
Figure S1
Figure S1 Schematic documentation of experimental designs for global phosphoproteomic analyses (A) and selected reaction monitoring assay for Zmphot1-derived phospho-peptides (B). 6 4-2 4-4 6-3 7-1 8-3 10-5 11-3 1-1 1-5 2-8 8-1 10-2 11-4 11-8 ZmPHOT1369AS376A 2-1 6-4 ZmPHOT1 AtACTIN2 7-1 7-4 7-5 7-6
ZmPHOT1S282A 11-2 11-3 11-6 14-4 17-2 17-3 17-4 17-5 20-3 20-4 6-2 6-4 13-1 16-1 4-3 10-2 10-6 16-8 24-6 25-4 10-1 28-8
ZmPHOT1WT 4-7 6-6 13-2 ZmPHOT1 AtACTIN2 13-1-1 Figure S3 4-4 4-5 10-3 10-6
ZmPHOT1S369A 11-2 11-4 11-5 11-6 15-1 15-2 15-5 15-6 17-1 17-3 21-2 ZmPHOT1 1-1 1-3 1-5 1-6 3-4
ZmPHOT1S376A 3-6 5-1 5-2 5-6 9-2 9-5 11-1 11-5 12-5 16-2 16-5 ZmPHOT1 AtACTIN2
AtACTIN2 Figure S3 Expression of WT-ZmPHOT1 or mt-ZmPHOT1s in transgenic Arabidopsis thaliana. Total RNA was extracted from 2.5-day-old maize coleoptiles or 9-day-old A. thaliana seedlings using an RNeasy Plant Mini kit (Qiagen) with RNase-Free DNase (Qiagen). Reverse transcription of RNA (0.5 µg) was carried out using a High Capacity RNA-to-cDNA kit (Applied Biosystems) according to the manufacturer's protocol. ZmPHOT1or AtACTIN2-specific primer combinations (Table S2 ) were used to amplify transcripts. RT-PCR was performed with a KOD FX (Toyobo) according to manufacturer's protocols. Transgenic A. thaliana lines used in the study were shown in red. Crude extracts were prepared from maize coleoptile tips and 2-day-old A. thaliana seedlings as described in Materials and Methods. After the crude extracts were mixed with sodium dodecyl sulfate (SDS) sample buffer (final concentration: 62.5 mM Tris-HCl (pH 6.8), 2% SDS, 10% glycerol, 0.01% bromophenol blue, and 10 % 2-mercaptoethanol), the mixtures were heated at 100 C for 3 min. Approximately 1.5 µg proteins of each sample were separated by 7% SDS-poly-acrylamide gel electrophoresis (PAGE), and polypeptides in the gel were electro-blotted onto PVDF membrane. Zmphot1 proteins on the membrane were detected with an anti-Osphot1a LOV1 antibody (Suzuki et al., 2014) and a peroxidase-labeled antirabbit IgG (Vector laboratories). In addition to immuno-blotting of Zmphot1 proteins, same amount of polypeptides in SDS-PAGE gels were stained with coomassie brilliant blue (CBB) to verify the amount of proteins loaded onto the SDS-PAGE. Upper panels: western blotting using anti-Osphot1a. Arrowhead indicates the position of Zmphot1. Lower panels: CBB staining of the gel. Phototropic curvature (degree) Figure S5 
